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VTHQGLSSPV TKSFNRGEC 219
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Obexelimab is a recombinant anti-CD19 monoclonal antibody whose complementarity-determining regions are
derived from mouse antibody and other regions are derived from human IgG1. In the H-chain, the amino acid residues
are substituted at 2 positions (S271E, L332F). Obexelimab is produced in CHO cells. Obexelimab is a glycoprotein
(molecular weight: ca.150,000) composed of 2 H-chains (y1-chains) consisting of 451 amino acid residues each and 2

L-chains (k-chains) consisting of 219 amino acid residues each.
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Etentamig is a recombinant trivalent bispecific monoclonal antibody against B-cell maturation antigen (BCMA) and
CD3e¢. In the anti-BCMA H-chain, the amino acid residues at positions 1 — 119 and 125 — 243 are both derived from
variable region of anti-BCMA antibody H-chain, and other regions are derived from IgG4 whose amino acid residues
are substituted at 6 positions (S253P, F259A, L260A, T391S, L393A, Y432V). The anti-CD3¢ chain is derived from
human IgG4 whose amino acid residues are substituted at 4 positions (S231P, F237A, L238A, T369W). Etentamig is
produced in CHO cells. Etentamig is a glycoprotein (molecular weight: ca. 126,000) composed of an anti-BCMA H-

chain (y4-chain) consisting of 472 amino acid residues, an anti-CD3¢ H-chain (y4-chain) consisting of 450 amino acid



residues, and an anti-CD3g L-chain (x-chain) consisting of 214 amino acid residues.
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Sefaxersen Sodium is a sodium salt of a gapmer antisense oligonucleotide inducing target RNA
degradation, whose sequence is complementary to a part of complement factor B mRNA. Sefaxersen Sodium

consists of chemically modified 20 nucleotide residues.
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N-{(28,3R)-4,4-Difluoro-1-(2-hydroxy-2-methylpropanoyl)-2-[(2,3',5'-
trifluoro-[ 1,1'-biphenyl]-3-yl)methyl|pyrrolidin-3-yl} ethane-1-sulfonamide
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5,8-Dichloro-7-[(R)-methoxy(oxetan-3-yl)methyl]-2-[(4-methoxy-6-methyl-2-0x0-1,2-
dihydropyridin-3-yl)methyl]-3,4-dihydroisoquinolin-1(2H)-one
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Zeleciment Rostudirsen is an antibody-oligonucleotide-conjugate (molecular weight: ca. 71,000) consisting of
Rostudirsen (Caz1Hss55N1920136P30; molecular weight: 11,510) attached to an average of two lysine residues of the
recombinant monoclonal antibody. The antibody moiety is an Fab fragment of recombinant anti-transferrin receptor 1
monoclonal antibody whose complementarity-determining regions are derived from mouse antibody and other regions
are derived from human IgGl1. In the H-chain, the amino acid residue is substituted at 1 position (L114T). The protein
moiety is produced in CHO cells and is composed of 1 H-chain (y1-chain) consisting of 227 amino acid residues and

1 L-chain (x-chain) consisting of 214 amino acid residues.



ik 5 307-2-B4
AN (HAA) BT 7 R
JAN (3&€ #44) : Serabelisib Phosphate Hydrate

C19H17NsO3 « 2H3PO4 * H2O

[6-2-7 X /-13-_U Y F XYY —L-5-A /A I X V[12-a] ) P2 3-A V] (FEAKR Y -4
ANAK ) T UK

[6-(2-Amino-1,3-benzoxazol-5-yl)imidazo[ 1,2-a]pyridin-3-yl](morpholin-4-yl)methanone diphosphate monohydrate
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Setmelanotide Acetate is a melanocortin receptor 4 agonist which is an acetic acid salt of a synthetic peptide consisting
of 8 amino acid residues. Chemical name is as follows:
N2-Acetyl-L-arginyl-L-cysteinyl-D-alanyl-L-histidyl-D-phenylalanyl-L-arginyl-

L-tryptophyl-L-cysteinamide, cyclic (2—8)-disulfide acetate
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WZHSEL, ZTofftiie b I1gGL ([CHkT 5. HLECD4 8500 5 SO 7 2 FRFEIL ) E# (C255S, T385V,
T401L, K427L, T429W) &, CRuOD K482 IxfrE S Tn5. #F =4 %~ 7%, CHO fiflic kv pEA
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Zanidatamab is a recombinant biparatopic monoclonal antibody against-human epidermal growth factor receptor type
2 (HER2) extracellular domain 2 (ECD2) and extracellular domain 4 (ECDA4). In the anti-ECD2 chain,
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
IgGL. In the anti-ECD2 H-chain, the amino acid residues are substituted at 4 positions (T353V, L354Y, F408A,
Y410V) and K450 at the C-terminus is deleted. In the anti-ECD4 chain, the amino acid residues at positions 1 — 108
and 129 — 248 correspond to variable regions of anti-ECD4 antibody L-chain and H-chain respectively, in which
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
IgG1. In the anti-ECD4 chain, the amino acid residues are substituted at 5 positions (C255S, T385V, T401L, K427L,
T429W) and K482 at the C-terminus is deleted. Zanidatamab is produced in CHO cells. Zanidatamab is a glycoprotein
(molecular weight: ca. 128,000) composed of an anti-ECD2 H-chain consisting of 449 amino acid residues, an anti-
ECD?2 L-chain consisting of 215 amino acid residues, and an anti-ECD4 chain consisting of 481 amino acid residues.
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HYGYALDYWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALG?LVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
-
ICNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQODWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSRDEL TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QOGNVFSCSVM HEALHNHYTQ KSLSLSPGK 449
L £5
EIVMTQTPAT LSVSAGERVT IT%KASQSVS NDVTWYQQOKP GQAPRLLIYS 50
ASNRYSGVPA RFSGSGYGTE FTEFTISSVQS EDFAVYFEQQ DYSSFGQGTK 100
LEIKRTVAAP SVFIFPPSDE QLKSGTASVV CLLNNFYPRE AKVQWKVDNA 150
LOSGNSQESV TEQDSKDSTY SLSSTLTLSK ADYEKHKVYA CEVTHQGLSS 200
PVTKSEFNRGE C 211
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Naxitamab is a recombinant anti-ganglioside GD2 monoclonal antibody whose complementarity-determining regions
are derived from mouse antibody and other regions are derived from human IgG1. Naxitamab is produced in CHO
cells. Naxitamab is a glycoprotein (molecular weight: ca.146,000 ) composed of 2 H-chains (y1-chains) consisting of

449 amino acid residues each and 2 L-chains (k-chains) consisting of 211 amino acid residues each.
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5-{[(1S)-1-(6-7 1 m-2-4F V-12-P & R ¥ ) U L-3-A V)T F T I/ }-1- A F/L-6-74% -1 6-
e Ruv)Jr2-hLR=rY L

5-{[(1S)-1-(6-Chloro-2-ox0-1,2-dihydroquinolin-3-yl)ethyl]Jamino}-1-methyl-6-0xo0-1,6-
dihydropyridine-2-carbonitrile
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N-{4-7 0@ E-5-[1-=F)L-T-(XA F LT X /)-2-4F V-1,2-t Ru-16-F7F Y V1 -3-1 L]-2-
INnFAu 7 2= }N-7 = = )VRFE

N-{4-Bromo-5-[1-ethyl-7-(methylamino)-2-oxo-1,2-dihydro-1,6-naphthyridin-3-yl]-2-
fluorophenyl}-N'-phenylurea
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6-7 X /-5-7 1 =2-N-[(1R)-1-(5-{[5-7 m u-4-(F U Z A A F /)Y ¥ -2-A LT L /NE A L }-1,3-
FTT =2 AT Y I D4 TIVRFTT IR

6-Amino-5-chloro-N-[(1R)-1-(5-{[5-chloro-4-(trifluoromethyl)pyridin-2-yl]carbamoyl}-1,3-
thiazol-2-yl)ethyl]pyrimidine-4-carboxamide
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